Meningococcal carriage in University freshmen in Kashmir, North India  by Bali, N.K. et al.
218 17th International Congress on Infectious Diseases / International Journal of Infectious Diseases 45S (2016) 1–477
Type: Poster Presentation
Final Abstract Number: 42.025
Session: Poster Session II
Date: Friday, March 4, 2016
Time: 12:45-14:15
Room: Hall 3 (Posters & Exhibition)
A cross sectional study on knowledge and
perception about risk factors of selected vector
borne diseases among the population of rural
ﬁeld practice areas of KSHEMA
N. Priyadarisini1, S. Badiger2,∗, N. Udayakiran3,
A.K. Shetty4
1 K S Hegde Medical Academy, Mangalore,
Karnataka, India
2 K. S. Hegde Medical Academy, Nitte University,
Mangalore, India
3 K S HEGDE MEDICAL ACADEMY, MANGALORE,
India
4 Wake Forest School of Medicine, Winston-Salem,
NC, USA
Background: Malaria, Dengue and other vector-borne diseases
(VBDs) are a major public health threats in India. Due to increasing
resistance to both drugs and pesticides, there is a need to establish
integrated vector management strategies. These strategies should
involve local communities in managing the ecosystem to reduce
health risks and increase the sustainability of programmes to con-
trol VBDs. An important step in disease management is educating
the local community regarding VBDs and their riskfactors. We
assessed community knowledge and perception regarding risk fac-
tors of selected vector borne diseases(such as malaria, dengue,
ﬁlariasis) in two villages in the state of Karnataka, India.
Methods & Materials: A cross sectional study was conducted
among 966 adults of Kuthar and Manjanady villages in Mangalore
taluk of Dakshina Kannada district in Karnataka. The village sites
are attached to ﬁeld practice areas of K S Hegde Medical Academy.
A minimum 5% of totalpopulation of the villages were taken using
simple random sampling
Results: Out of 966 adults (69.8% were females and 38.2% were
males). The mean age was 40 years. Majority belonged to class
IV of Modiﬁed BG PrasadSocioeconomic Scale 627(64.9%); 309
(32%) had primary level education. 398(41.2%) of the study pop-
ulation had good knowledge and 568(58.8%) had poor knowledge
regarding risk factors of VBDs. Regarding perception 524(54.2%) of
participants had average perception, whereas 261(27%) had high
perception regarding risk factors of VBDs. The most common per-
ceived risk factors were: Open storage of water(92.4%), Mosquito
bite(91.8%), Rainfall(92.2%), Stagnant water(88.8%) and Sleeping
outdoors(88.1%). Educated people had higher risk perception than
the uneducated(p value <0.05) and females had higher risk percep-
tion than males(pvalue <0.05). When knowledge and perception
regarding risk factors of VBDs were associated. Around 96.7% of
the population who had high knowledge had average to high risk
perception(p value <0.05). A positive correlation (Pearson correla-
tion= 0.55) between the knowledge and perception regarding risk
factors of VBDs was seen.
Knowledge about risk factors of vector borne diseases
Relationship between knowledge and perception about risk
factors of vector borne diseases
Conclusion: Community knowledge plays a vital role in per-
ceiving the risk factorsof VBDs Future public health strategiesmust
focus on community health education to eliminate VBDs in India.
http://dx.doi.org/10.1016/j.ijid.2016.02.495
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Background: Meningococcal disease is endemic in many parts
of the world, with relatively large-scale outbreaks occurring in
many countries. High density populations like dormitory students
and military recruits are considered to be high risk groups to con-
tractmeningococcal disease. Indian data onmeningococcal disease
are sparse and limited to the studies undertaken during or imme-
diately after suspected outbreaks.
Methods & Materials: In a cross sectional design, 274 con-
senting healthy college freshmen (age 17-19 years, median 17;
48 female) were approached within 7 days of joining the hos-
tel, where they would share their rooms with 2/3 more students.
Demographic data and any high risk beahvior was recorded on
a predeﬁned proforma. Charcoal impregnated nasopharyngeal
swabs were obtained, transported to the laboratory within 2-3hrs,
plated directly onto Thayer Martin medium and incubated at 37 ◦C
with 5-10% CO2 for 24 hours. In case of no growth the plates were
incubated for another 24hours and examined subsequently for oxi-
dase positive Gramnegative diplococcic suggestive ofNeisseria spp.
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The isolates were sub cultured, DNA isolated and Sanger sequenc-
ing performedon the ampliﬁed PCRproduct. Blast nwas performed
at different score ad E-value parameters for all positive sequences
against thewholeNCBInr/ntdatabase.Molecularphylogentic anal-
ysis with various serogroups of N.meningitides was performed by
using MEGA 6 software package.
Results: Of the 274 nasopharyngeal swabs, 10 (3.6%) grewNeis-
seria. DNA isolation and Sanger sequencing was performed on the
ampliﬁed PCR product and sequence analysis was carried out. Blast
analysis of all sequenced sampleswas performed against thewhole
NCBI-nr/nt database and within the Dataset. On molecular testing
and sequence analysis, 4 of the samples were found to be N. menin-
gitidis whereas one had close similarity to N. meningitidis. Only 2
students reported history of intimate kissing in the past 2 weeks
and one had a history of using antibiotics. The isolates on Blast and
molecular phlogeny analysis bore homology to serogroup ‘B (Fig 1).
Evolutionary relationship of N.meningitidis with different
published serogroups
Conclusion: Neisseria meningitides is seen in college freshmen
and the potential implications for spread in close shared settings
call for appropriate infection control measures.
NCBI Blast hits of Sequence ID (Skimsmen0010) against
whole NCBI (nr/nt) Data base.
http://dx.doi.org/10.1016/j.ijid.2016.02.496
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Background: South Africa is pursuing amalaria elimination ini-
tiative, with the goal of zero local transmission by the year 2018.
The South African National Department of Health has developed a
24 Hour Electronic Reporting System that is expected to decrease
the time required for malaria cases to be reported from the health
facility level, to the district, provincial and national levels. This will
facilitate case investigationwithin 48hours and responsewithin 72
hours upon/of diagnosis, the objective of our studywas to compare
timeliness of data input between the paper-based and the 24-hour
reporting system and to assess the acceptability of end users to use
the new 24-hour reporting system.
Methods & Materials: This is a prospective descriptive study,
using a questionnare with open and close ended questions which
was developed using Epi Info 7. We compared 148 cases of the
current reporting paper-based system and the 24-hour reporting
system (Unstructured supplementary service data-USSDplatform).
We analysed the responses using STATA version 13.
Results: The preliminary ﬁndings from the study show that the
mean time difference in days from date of diagnosis to the case
being captured was one day for the 24-hour reporting system and
seven days for the current papaer-based system. the mean time
difference in days for case investigation to occur using the papaer
based system is 5.4 days. all 120 health care facility workers inter-
viewed found the system to be simple to use and were willing to
use the system to report malaria cases.
Conclusion: The 24-hour reporting system has decreased the
time required for maaria cases to be notiﬁed from the healthcare
facility to the district, provincial and national levels. the next step
will be to assess whether this system will improve investigation
timeliness (48 hours from diagnosis) and response (72 hours) for
those sub-districts that have an annual parasite rate of <0.1/1000
population at risk
http://dx.doi.org/10.1016/j.ijid.2016.02.497
